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VL 

D I QMT Q T T S S SAS LG D RV T 

gatatccagatgacccagactacatcctccctgtctgcctctctgggagacagagtcacc 
I S C R A S Q D I S Jj I Y LNWYQQKP 
attagttgcagggcaagtcaggacatt^^JOattatttaaactggtatcagcagaaacca 
DGTVKLLIY Y f S ILHSG VPS 
gatggaactgttaaactcctgatctaitacacatcaatattacactcaggagtcccatca 
RFSGSGSGTDYSLTIS NL EQ 
aggttcagtggcagtgggtctggaacagattattctctcaccattagcaacctggagcaa 
EDFATYFC QQGNTLPWT F G G 
gaagattttgccacttacttttgccaacagg^gatacgcttccgtggacgttcggtgga 

G T K L E I K 
ggcaccaagctggaaatcaaa 



VH 

EVQLVESGGGLVKPGGSLKL 
gaagtgcagctggtggagtctgggggaggcttagtgaagcctggagggtccctgaaactc 
S C A A S GFAFSIYD M S W V R Q T 



tcctgtgcagcctctggattcgcttt 
PEKRLEWVAY 



jtctatgacatgtcttgggttcgccagact 
I S S G G G T T Y Y 



ccggagaagaggctggagtgggtcgcatacatt^^^|ggtggt^^3ccacctactat 
PDTVKGRFT ISRDNAKNTLY 
ccagacactgtgaagggccgattcaccatctccagagacaatgccaagaacaccctgtac 
LQMSSLKSEDTAMYYC A R H S 
ctgcaaatgagcagtctgaagtctgaggacacagccatgtattactgtgcaagacatagt 
G Y G S SYGVLFAY WGQGTLVT 

gttgtttgcttactggggccaagggactctggtcact 
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Nucleotide/residue numbering shown first followed by Kabat Numbering 
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0 
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l gat asp D 


3 


2 ate ILE I 


4 


3 cag GLN Q 


S 


4 atg MET M 


6 


5 acc THR T 


7 


6 cag GLN Q 


e 


7 act THR T 
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0 aca THR T 


10 


9 tec SER S 


n 


10 tec SBR S 


12 


11 Ctg LEU L 


13 


12 tCt SER S 


14 


13 gee ALA A 


IS 


14 tct SBR S 


16 


15 Ctg LEO L 


17 


16 gga GLY G 


18 


17 gac ASP D 


19 


10 aga ARG R 


20 


19 gtc VAL V 


21 


20 acc THR T 


22 


21 att ILE I 


23 


22 agt SER S 


24 


23 tge CYS C 


25 


24 agj ARG R 


26 


25 gca ALA A 


27 


26 agt SER S 


28 
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29 
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35 


20 gac ASP 0 


36 


29 att ILE I 
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30 age SBR S 
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31 aat ASH K 
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32 tat TYR Y 


40 


33 tta LEU L 


41 


34 aac ASH N 


42 


35 tgg TRP W 


43 


36 tat TYR Y 


" 44 


37 cag GLH Q 


45 


38 cag GLH Q 


46 


39 aaa LYS K 


47 


40 cca PRO P 
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41 gat ASP D 



49 
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70 CCg udU u 


50 
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87 
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53 
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88 
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81 gaa glu e 


54 


- _ - m _ •m mr 
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89 


82 gat ASP D 


SS 


48 atC ILE I 


a A 

90 


83 ttt PHE F 


56 


49 tac TYR Y 


91 


Ait mmmmmjm W 9 W TV 
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S7 


mm m\ A- ||H/|1 %# 

SO tac TYR Y 


92 


85 act THR T 
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51 aca THR T 


A*% 
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A A* mm mm mm f|M#n m U> 

86 tac TYR Y 


59 


52 tea SER S 
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A*V immmmm 9%tMW% O 

87 ttt PHE F 


60 


mm mt — . ■ Vff |M 

53 ata ILE I 


95 
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54 tta LEu L 
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A A .mm mm mm 0+9 %9 f\. 

89 caa GLH Q 
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55 cac HIS H 
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A A mm. mm mm m m 49 %9 m*\. 

90 cag GLN Q 
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56 tea SER S 


98 


91 ggt GLY G 


64 


57 gga GLY G 


99 


92 aat ASH N 


65 


mm mm, A m ftt mr mm 

58 gtc VAL V 


100 


93 acg THR T 


66 


59 cca PRO P 


101 


A 4 * * , m> mmmmm 9 

9.4 Ctt LEU L 


67 


60 tea SER S 
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mm mm mmmmmm 9\T>f\ T\ 

95 ccg PRO P 


68 


61 agg ARG R 


103 


95A — - 


69 


62 ttc PHE F 


104 


95B 


70 


63 agt SER S 


105 


95C - 
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64 ggc GLY G 


106* 


95D — - - 
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65 agt SER s 


107 


A^n 

95E — • 
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A\% Alt* — - _ , m^% 

66 ggg GLY G 
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A mm mm 

95F ~- - 
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ASA* mmmmmm flinn 9A) 

96 tgg TRP w 
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68 gga GLY G 
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97 acg THR T 


76 


69 aca THR T 


111 


96 CtC PfiB F 


77 


70 gat ASP D 


112 


99 ggt GLY G 


70 


71 tat TYR Y 


113 


100 gga GLY g 


79 


72 tct SBR S 


114 


101 ggc GLY G 


eo 


73 CtC LEU L 


115 


102 acc THR T 


81 


74 acc THR T 


116 


103 aag LYS K 


82 


75 att ILE I 


117 


104 ctg LEU L 


83 


76 age SER S 


118 


10S gaa GLU B 


84 


77 aac ASM N 


119 


106 ate ILE I 
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Nucleotide/residue numbering shown first followed by Kabat Numbering 

49 46 gag GLU B 

1 0 - 50 „ jfgg trp w 85 7? tac TYR Y 

2 1 gaa GLU E S1 4e VAI| v 66 80 ctg LEU L 

3 2 gtg VAL V 52 49 | ca A 87 81 caa GLH Q 

4 3 cag GLH Q S3 50 tac TYR Y 88 82 atg MET M 

5 4 ctg LEO L 54 sl att 1 89 82A age SER 8 

6 S gtg VAL V 5 J 52 agt SER s 90 82B agt SER S 

7 6 gag GLU E S6 S2A aqt SER s 91 82C ctg LEU L 

8 7 tct SER S „ 52B -- 92 83 aag LY8 K 

9 8 ggg GLY G Z Q S2C 93 84 tct SER 6 

10 9 gga GLY G ,9 53 aqt GLY G 94 85 gag GLU B 

11 10 ggc GLY G Zl ^ *L GLY q 95 86 gac ASP D 

12 11 tta LEU L fii 55 Sat GLY G 96 87 aca THR T 

13 12 gtg VAL V 62 56 ace THR T 97 88 gec ALA A 

14 13 aag LYS K ZZ 57 acc tor T 98 89 atg MET M 

15 14 cct PRO P 2J sa tac TYR Y 99 90 tat TYR Y 

16 15 gga GLY G It 59 tat TYR Y 100 91 tac TYR Y 

17 16 ggg GLY G 66 60 cca PRO P 101 92 tgt CYS C 

20 19 aaa LYS K S S£ S | JJJ jj * ™ * 

91 20 etc LEU L 70 64 aag LYS K 105 96 agt SER S 

11 SSlSi 71 65 ggc GLY G 106 97 ggc GLY G 

23 22 tgt CYS C. 72 66 cga ARG R 107 98 tac TYR Y 

24 H^StS l\ SSSt 109 100 5 SS 

. s -s? sss 7? sss 1 iij 

S : S'CS* 3 73 aat ASH H S 100E ttg LOT L 

n S-SSs 80 74 gec ALA a 11s ioof 

32 S'MI 81 75 aag LYS K 116 100G — --- - 

33 32 tat TYR Y 82 76 aac ASH H 117 100H 

34 33 gac ASP D 83 77 acc THR T 118 1001 

It Va «w m 64 78 Cta LEU L 119 100 J - - 

\l «Jcf2SS TBCtgHBU 120 lOOKtttPHBP 

36 35 tct SER S m 1Q1 fc ^ A 

37 35A 122 102 tac TYR Y 

II J, 2? St v 124 104 ggc GLY G 

!! II 9 ^ % I 125 105 cla GUI Q 

41 38 cgc ARG R 126 1Q6 QLy Q 

42 ? 9 ft Ca ?^S I" 107 act THR T 

43 40 act THR T 1QB cfc LEU L 

44 ?1 CC9 n?S I 129 109 gtc VAL V 

45 42 gag GLU B 130 11Q act ^ T 

46 43 aag LYS K 131 m t<J VM| v 

47 44 agg ARG R 132 112 tcfc SER s 

48 45 Ctg LEU L 3 m ^ A 
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